Fig. S1
The locations of ligands observed in crystal structures for (a) μOR in complex with BU72 (pdb: 5C1M), (b) P2Y1R in complex with MRS2500 (pdb: 4XNW), (c) P2Y1R in complex with BPTU (pdb: 4XNV), (d) GPR40 in complex with TAK-875 (pdb: 4PHU), (e) CCR9 in complex with vercirnon (pdb: 5LWE) and (f) C5aR in complex with NDT9513727 (pdb: 5O9H). To facilitate the comparisons, all receptors are represented by μOR (pdb: 5C1M) after superimposing their positions. Green stick in TM6: the highly conserved residue W 6.48 . Green stick in TM7: the highly conserved residue Y 7.53 . Grey circle: the new ligand binding site discovered in this work. 
